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integration detection kit 
 
 

s a newly developed kit for detection and quantitation of the state of the viral 

ls in episomal (EBV), integrated (EBV, HHV-6, HHV-7) or replicative form. 
e is present in integrated or episomal form either Gardella gels or metaphase 
r both methods are cumbersome and have inherited problems which could lead 

oteinization are probably incomplete such that part of the linear and episomal 
romosomal DNA and cellular debris present in the wells. Moreover, the high 

 to nonspecific hybridization. The high number of viral genome copies in most 
sons, prevented a systematic search for viral integration in BL cells. Therefore, 
inst viral integration is still missing.  
 FISH also have its problems. Episomal copies of viral DNA is associated with 
 between integrated genomes and episomal is depend on the interpretation of 

tions, such as cells present in peripheral blood, where perhaps only 1% or less 
possible with any of the above techniques until now. 

d a simple PCR based method for rapid identification and quantitation of 
r) forms of viral genome in cell lines or cells present in bodily fluids. In cells 
ral genomes the ratio between the two forms can be easily quantitated. 

BV genome positive cell lines (Namalva, Raji, Daudi, Jiyoe, B95-8) HHV-6 
Performances have been also tested on samples of blood, bone marrow, spinal 
 or episomal form of viral genome down to one hundred viral copies per assay. 

), HHV-6 (cat# EPH-H610) and HHV-7 (cat# EPS-H720) and are under 
rpesvirus. 

rch use only not for use in diagnostics. 
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Example of the results from a blood donor tested for the 
state of viral genomes in the peripheral blood cells 
(PBL). The resulting PCR data was analyzed by real 
time PCR which allows quantitation and also run on a 
8% PAGE for visualization of the PCR products. 
The blood was analyzed for the presence of CMV, 
HHV-7, HHV-6 and EBV. The control PCR product 
Actin and Mitochondrial amplification indicates that 
separation of the chromosomal DNA (C) and free DNA 
E) was working. 
The result indicates that this donor has integrated form 
of HHV-7 and HHV-6 and EBV exist in integrated and 
non-integrated form in the PBL. 
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